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Assessment of genetic diversity in different genotyps of Brassica spp. using NBS-LRR
markers

Abstrac

Breeding for resistance is one of the main approach to control diseases. In this approach, there is
a necessary for existence a sufficient genetic variability of resistance genes. Accordingly,
assessing the genetic variability in the available germplasm is needed to manage genetic
resources. Molecular markers are effective tools to investigate genetic diversity for resistance to
pathogens. NBS-LRR (Nucleotide-Binding Site- Leucine Rich Repeat) marker can be used to
study genetic variability. Those markers specifical targets chromosome regions containing R-
genes and R-gene analogues. In this study eight primer combinations of NBS markers were used
to assess the genetic diversity among 46 accessions of Brassica spp.. As result, NBS markers
amplified 420 DNA bands that more than 89% bands were polymorphism. These high levels of
diversity of these amplified NBS markers indicate a high potential of these markers for
discrimination the Brassica genotypes.
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